The asymmetric unit of the title compound, C 20 H 20 N 4 OÁ0.5H 2 O, contains two independent organic molecules (1 and 2) and a water molecule of crystallization. The two molecules differ primarily in the dihedral angles between the aromatic rings, which are 7.79 (7) and 29.89 (7) in molecules 1 and 2, respectively. In each molecule there is intramolecular C-HÁ Á ÁO hydrogen bond forming an S(6) ring motif. In molecule 1 there is an intramolecular N-HÁ Á Á(pyrazole) interaction and an intramolecular C-HÁ Á Á(pyrazole) interaction present. Molecule 1 is linked to molecule 2 by a C-HÁ Á Á(benzene ring) interaction. An intramolecular N-HÁ Á ÁN hydrogen bond and an intramolecular C-HÁ Á ÁN hydrogen bond are also present in molecule 2. In the crystal, the three components are linked by O water -HÁ Á ÁN, N-HÁ Á ÁO water and N-HÁ Á ÁN hydrogen bonds, forming chains along the [100] direction. The chains are linked by C-HÁ Á ÁO and C-HÁ Á ÁN hydrogen bonds, forming layers parallel to the ab plane. Finally, the layers are linked by C-HÁ Á Á interactions, forming a three-dimensional structure.
Chemical context
Pyrazole derivatives are biologically active heterocyclic compounds (Karrouchi et al., 2018) . This compound class has been the topic of numerous pharmaceutical studies with members being used for their medicinal properties such as anti-inflammatory (Abdellatif et al., 2018) , antidiabetic (Pillai et al., 2019) , antiviral (El-Sabbagh et al., 2009) , analgesic (Karrouchi et al., 2016) , antitumoral (Guillé n et al., 2017) , catecholase (Karrouchi et al., 2018) , and even as insecticides (Shi et al., 2017) . In particular, pyrazolylacetamide derivatives are widely studied with increasing interest because of their antioxidant (Chkirate et al., 2019) , antagonist Beswick et al., 2010) and anti-inflammatory (Sunder et al., 2013) , as well as their antimicrobial potential and anticancer (Dev et al., 2017) activities. The present study is a continuation of the synthesis of the methyl-pyrazolyl-acé tamide derivatives performed by our team (Chkirate et al., 2001 (Chkirate et al., , 2017a . In this work, we prepared the title compound, by reacting N-2-aminophenyl-5-methyl-pyrazol-3-ylacetamide with 4-methylbenzaldehyde in acetone. We report herein on its crystal and molecular structures along with the Hirshfeld surface analysis.
Structural commentary
The molecular structure of the title compound is illustrated in Fig. 1 . The asymmetric unit contains two independent organic molecules (1 and 2) and a water molecule. The organic molecules differ primarily in the dihedral angles between the aromatic rings. In the molecule 1, the C7-C12 benzene ring is inclined to the C14-C19 benzene ring by 7.79 (7) , while the corresponding angle in molecule 2 is 29.89 (7) . The molecule overlay in Fig. 2 , a view of inverted molecule 2 on molecule 1, illustrates the difference in the conformations of the two molecules, with an r.m.s. deviation of 0.58 Å for the 25 nonhydrogen atoms.
The pyrazole ring (N1/N2/C2-C4) in molecule 1 is inclined to the benzene rings (C7-C12 and C14-C19) by 70.83 (8) and 76.79 (8) , respectively. The corresponding dihedral angles in molecule 2, involving the N5/N6/C22-C24 pyrazole ring and the C27-C32 and C34-C39 benzene rings, are 68.47 (8) and 81.91 (8) , respectively. In both molecules there is an intramolecular C-HÁ Á ÁO hydrogen bond forming an S(6) ring motif ( Fig. 1, Table 1 ). In the pyrazole rings, the N1-N2 and N5-N6 bond lengths are essentially equivalent, viz. 1.3595 (16) and 1.3596 (16) Å , respectively.
In molecule 1, an intramolecular N-HÁ Á Á(pyrazole) interaction and an intramolecular C-HÁ Á Á(pyrazole) interaction are present (Fig. 1, Table 1 ). Molecule 1 is linked to molecule 2 by a C-HÁ Á Á(benzene ring) interaction, and in molecule 2 an N-HÁ Á ÁN and a C-HÁ Á ÁN hydrogen bond are present (Fig. 1 The asymmetric unit of the title compound, with the labelling scheme and 50% probability ellipsoids. The C-HÁ Á ÁO and C-HÁ Á ÁN hydrogen bonds are shown as black dashed lines and the C-HÁ Á Á(ring) interactions by green dashed lines (see Table 1 for details). Table 1 Hydrogen-bond geometry (Å , ).
Cg1, Cg3 and Cg6 are the centroids of the N1/N2/C2-C4, C14-C19 and C34-C39 rings, respectively. 
Supramolecular features
In the crystal, the three components are linked by O water -HÁ Á ÁN and N-HÁ Á ÁO water hydrogen bonds, and by N-HÁ Á ÁN hydrogen bonds, forming chains propagating along the a-axis direction; see Fig. 3 . Full details of the various intra-and intermolecular interactions are given in Table 1 . The chains are linked by C-HÁ Á ÁO and C-HÁ Á ÁN hydrogen bonds, forming layers parallel to the ab plane (Fig. 3) . Finally the layers are linked by C-HÁ Á Á interactions, forming a threedimensional structure (Fig. 4 ). Aldoshin et al., 1995) , and o-(adamantanecarbamido)-N-(m-nitrobenzilidene)aniline (RIHJAT; Aldoshin et al., 1995) . There is an extremely large difference in the dihedral angles between the two aryl rings in these compounds, viz. 44.36 (5) for POSPET, 16.2 (2) for RIHHOF, 41.81 (14) for RIHHUL and 11.2 (4) in RIHJAT. The dihedral angles between the aromatic rings in the title compound are 7.79 (7) and 29.89 (7) in molecules 1 and 2, respectively.
Database survey
A search for {2-[(1-phenylethylidene)amino]phenyl}acet-amides gave an interesting hit, namely that for Yildirim et al., 2007) . Here the two aryl rings are almost coplanar with a dihedral angle of 1.2 (4) . This small angle can be explained by the presence of an intramolecular N-HÁ Á ÁN hydrogen bond, rather than a weak C-HÁ Á ÁO hydrogen bond as is present in the two molecules of the title compound.
Hirshfeld surface analysis
The Hirshfeld surface analyse was carried out using CrystalExplorer17.5 (Turner et al., 2017) . The Hirshfeld surfaces and their associated two-dimensional fingerprint plots were used to quantify the various intermolecular interactions in the title compound. A 2D fingerprint graph gives a summary of the intermolecular contacts in the crystal. The Hirshfeld surfaces mapped over A partial view along the a axis of the crystal packing of the title compound. The hydrogen bonds are shown as dashed lines (see Table 1 ; colour code: molecule 1 is blue, molecule 2 is red).
Figure 4
A view along the a axis of the crystal packing of the title compound. The hydrogen bonds are shown as dashed lines and the C-HÁ Á Á interactions as orange arrows (see Table 1 ).
Figure 5
The Hirshfeld surface of the title compound mapped over d norm , d i and d e .
surfaces mapped over a fixed colour scale of À0.635 (red) to 1.583 (blue) Å . 
Synthesis and crystallization
The title compound was prepared by stirring N-2-aminophenyl-5-methylpyrazol-3-ylacetamide (0.5 g, 2.2 mmol) with 4-methylbenzaldehyde (1.05 g, 8.8 mmol) in acetone (50 ml) for 3 h. The solvent was evaporated under vacuum, and then water was added. The precipitate formed was filtered under vacuum and purified through silica gel column chromatography using hexane/ethyl acetate (6/4, v/v), yielding colourless rod-like crystals of the title compound (yield 63%).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . All the H atoms were located in difference-Fourier maps and freely refined. program(s) used to solve structure: SHELXT (Sheldrick, 2015a); program(s) used to refine structure: SHELXL2018/1 (Sheldrick, 2015b) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2012) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: SHELXL2018/1 (Sheldrick, 2015b) , PLATON (Spek, 2009 ) and publCIF (Westrip, 2010) .
N-{2-[(E)-(4-Methylbenzylidene)amino]phenyl}-2-(5-methyl-1-H-pyrazol-3-yl)acetamide hemihydrate
Crystal data 
Special details
Experimental. The diffraction data were collected in three sets of 363 frames (0.5° width in ω) at φ = 0, 120 and 240°. A scan time of 60 sec/frame was used. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

